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SUNDAY, JUNE 3 
 
5:00 – 6:30 pm 
TUTORIAL LECTURES 
5:00 pm Why You Can’t Patent Ions (or Can You?)  
Michael R. Asam;  
Fish & Richardson Attorneys at Law 
5:45 pm Turning Mass Spectrometers into Chemical 
Reactors:  Taking Full Advantage of Ion 
Chemistry; 
Scott Gronert; Virginia Commonwealth University 
 
 
MONDAY MORNING, JUNE 4 
 
8:00 – 8:15 am 
WELOME 
Barabara S. Larsen, President, ASMS 
Gary L. Glish, Vice President for Programs 
 
PRESENTATION OF THE 2007 RESEARCH AWARDS 
Thermo Scientific Research Award, presented by Ian Jardine 
Waters Corporation Research Award, presented by Lance Nicolaysen 
Applied Biosystems Research Award, presented by Arthur E. Simms 
 
8:15 – 9:00 am 
PLENARY LECTURE:  Eugenie C. Scott 
National Center for Science Education 
 
9:15 - 11:15 pm 
PROTEINS – MS BASED QUANTITATION 
Chair:  Nathan A. Yates 
MOA am 09:15 Discovery and Quantitation of the Phosphorylation 
Events that Trigger Human Embryonic Stem Cells 
to Exit the Pluripotent state; Danielle L Swaney1; 
Scott B. Ficarro2; Xuezhu Feng1; Victor Ruotti1; Ron 
Stewart1; James A. Thomson1; Travis Berggren1; 
Joshua J. Coon1; 1University of Wisconsin, Madison, 
WI; 2Genomics Institute of the Novartis Research 
Found., San Diego, CA 
MOA am 09:35 Site-Specific Phosphorylation Identification and 
Quantification of the p21-Activated Kinase 4; 
Christopher M. Adams1; Staffan Strömblad2; Roman 
A. Zubarev1; 1Uppsala University, Uppsala, 
SWEDEN; 2Karolinska Institute, Stockholm, Sweden 
MOA am 09:55 Label-Free Quantitative Proteomics using Data-
Independent Acquisition of Tandem Mass 
Spectrometry Data; Gregory Finney1; Michael J 
Toth2; Michael J MacCoss1; 1University of 
Washington, Seattle, WA; 2University of Vermont, 
Burlington, VT 
MOA am 10:15 Quantification of Proteins from Human Pathogens 
by Isotope Dilution Mass Spectrometry; John R 
Barr1; Anne E Boyer1; Tracie L Williams1; Leah G 
Luna1; Lisa G McWilliams2; Sara C McGrath1; 
Adrian R Woolfitt1; David M Schieltz1; Maria I 
Solano1; Suzanne R Kalb1; Hercules Moura1; Conrad 
P Quinn1; James L Pirkle1; 1Centers for Disease 
Control and Prevention, Atlanta, GA; 2Battelle 
Memorial Institute, Atlanta, GA 
MOA am 10:35 Multiplexed Quantitation of Proteins and Post-
Translational Modifications using iTRAQ on an 
Orbitrap Mass Spectrometer; Marcus Bantscheff; 
Markus Boesche; Gavain Sweetman; Bernhard 
Kuster; Cellzome AG, Heidelberg, Germany 
MOA am 10:55 Quantitative Estimation of Trypanosoma Brucei 
Flagellar Protein Expression Knock-Down 
Following RNA Interference, using iTRAQ and 
Tandem Mass Spectrometry; Sarah R Hart1; 
Richard Broadhead2; Jennifer  Siepen1; Neil 
Swainston1; Keith Gull3; Simon J Hubbard1; Paul J 
McKean2; Simon J Gaskell1; 1University of 
Manchester, Manchester, United Kingdom; 
2University of Lancaster, Lancaster, United Kingdom; 
3University of Oxford, Oxford, United Kingdom 
 
9:15 - 11:15 am 
DETERMINING LESS COMMON PTMS BY MS 
Chair:  Kristina Hakansson 
MOB am 09:15 Detection and Function of Diverse Post-
Translational Modifications; Neil L. Kelleher; 
University of Illinois, Urbana, IL 
MOB am 09:35 Pluripotency-Specific Epigenetic Chromatin 
Methylation Signatures Revealed by Multiple 
Dissociation Modalities; Jacob D. Jaffe1; Alex 
Meissner2; Bradley E. Bernstein3; Steven A. Carr1; 
1The Broad Institute of Harvard and MIT, Cambridge, 
MA; 2Whitehead Institute for Biomedical Research, 
Cambridge, MA; 3Massachusetts General Hospital, 
Boston, MA 
MOB am 09:55 Enrichment and Characterization of Histone 
Ubiquitination by Mass Spectrometry; Xiaodan Su; 
Naduparambil K.  Jacob; Ravindra  Amunugama; 
Rick  Fishel; Michael A.  Freitas; Ohio State Univ., 
Columbus, OH 
MOB am 10:15 ZIC-HILIC-RP: a Highly Viable Alternative 
MudPIT Strategy for Comprehensive PTM-
Focused Proteomics Studies; Paul J Boersema1; 
Nullin Divecha2; Albert JR Heck1; Shabaz 
Mohammed1; 1Utrecht University, Utrecht, 
Netherlands; 2The Netherlands Cancer Institute, 
Amsterdam, Netherlands 
MOB am 10:35 A Novel Method for Determination of the Sites of 
Tyrosine-O-sulfation in Peptides and Proteins; 
Yonghao Yu1; Connie  Jen1; Kevin L. Moore2; Julie 
A. Leary1; 1Univerisity of California, Davis, CA; 2The 
University of Oklahoma Health Sciences Center, 
Oklahoma City, OK 
MOB am 10:55 Characterization of O-sulfated Peptides and 
Oligosaccharides by Divalent Metal Complexation 
and Electron Capture Dissociation; Haichuan Liu; 
Kristina Hakansson; Department of Chemistry, 
University of Michigan, Ann Arbor, MI 
 
9:15 - 11:15 am 
LIPID MS 
Chair:  Michael Leavell 
MOC am 09:15 Identification and Quantification of New Lipids in 
Neuromelanin Isolated from Human Midbrains; 
Weslyn C. Ward1; Ziqiang Guan2; Fabio A. Zucca3; 
Luigi Zecca3; Christian R. H. Raetz2; John D. Simon1; 
1Duke University, Durham, NC; 2Duke Univeristy 
Medical Center, Durham, NC; 3Institute of 
Biomedical Technologies, Segrate, Italy 
MOC am 09:35 Quantitation of Fatty Acyl-Coenzyme A Species in 
Cultured Mammalian Cell Extracts by HPLC-
Electrospray Tandem Mass Spectrometry; 
Christopher A. Haynes; Ying Liu; Kacee H. Sims; 
Elaine W. Wang; M. Cameron Sullards; Alfred H. 
Merrill, Jr.; Georgia Institute of Technology, Atlanta, 
GA 
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MOC am 09:55 Algorithm for Processing Mass Spectrometric Data 
to Identify and Quantitate Complex Lipid by Data-
Dependent Scanning and Fragment Ion Database 
Searching; Haowei Song; Fong-Fu  Hsu; Jack 
Ladenson; John Turk; Washington University School 
of Medicine, St. Louis, MO 
MOC am 10:15 Ozone Induced Dissociation (OzID): A Novel 
Method for On-Line Identification of Double Bond 
Position within Unsaturated Lipids; Michael C 
Thomas; Todd W Mitchell; David G Harman; Stephen 
J Blanksby; University of Wollongong, Wollongong, 
Australia 
MOC am 10:35 Structural Characterization of a Sulfated 
Metabolite Produced by stf3 from Mycobacterium 
tuberculosis; Cynthia Holsclaw1; Michael W Schelle2; 
Michael D Leavell1; Christopher J Petzold1; Sarah 
Gilmore2; Carolyn R Bertozzi2; Julie A Leary1; 
1University of California, Davis, Davis, CA; 
2University of California, Berkeley, Berkeley, CA 
MOC am 10:55 Lipidome Profiling and Biomarker Identification 
of Blood Serum from Breast Cancer Patients; 
Guangxiang Wu1; Iveta Klouckova2; Lacey E. 
Dobrolecki3; Robert J. Hickey3; Milos V. Novotny1; 
Yehia  Mechref1; 1METACyte Biochemical Analysis 
Center, Bloomington, IN; 2Indiana University, 
Bloomington, IN 47405; 3Indiana University School of 
Medicine, Indianapolis, IN 
 
9:15 - 11:15 am 
INCREASING MS THROUGHPUT IN  
PHARMACEUTICAL BIOANALYSIS 
Chair:  Panos Hatsis 
MOD am 09:15 Enhancing PK Throughput in Drug Discovery and 
Development; Steve E. Unger; Bristol-Myers-Squibb, 
Princeton, NJ 
MOD am 09:35 Not So Fast: A Novel Way to Employ Longer 
HPLC Separations without Slowing Down your 
MS; Thomas L. Lloyd1; Daniel Dean1; Sergio 
Guazzotti2; Roberto Barbero3; 1Wyeth, Collegeville, 
PA; 2Nanostream, Inc., Pasedena, CA; 3Biological 
Engineering Division, MIT, Cambridge, MA 
MOD am 09:55 The Feasibility of Quantitative MALDI Versus ESI 
on a Triple Quadrupole Platform for PK Analysis 
of Drugs; Dietrich A Volmer1; Lekha Sleno2; Kevin  
Bateman3; Jay Corr4; 1Medical Research Council, 
Cambridge, UK; 2University of Geneva, Geneva, 
Switzerland; 3Merck Frosst, Montreal, Canada; 4MDS 
Sciex, Concord, Canada 
MOD am 10:15 Development of an Ultra High Throughput 
MS/MS CYP Inhibition Assay; Daniel B. Kassel1; 
Kheng  Lim1; Can C Ozabal2; William A LaMarr2; 
1Takeda San Diego, Inc, San Diego, CA; 2BioTrove, 
Inc., Woburn, MA 
MOD am 10:35 Investing High-throughput to Obtain High Quality 
in Bioanalysis; Richard King; Emily Adarayan; 
Carmen Fernandez-Metzler; Debra McLoughlin; 
James Yergey; Merck & Company, Inc., West Point, 
PA 
MOD am 10:55 Toward Rapid Quantification in a Discovery 
Pharmaceutical Setting using Online 
Nanoelectrospray and FAIMS; Panos Hatsis1; Gary 
Valaskovic2; Lee Sawdey2; Jing-Tao Wu1; 
1Millennium Pharmaceuticals, Cambridge, MA; 2New 
Objective, Woburn, MA 
 
9:15 - 11:15 am 
ESI IN THE YEAR OF JOHN FENN’S 90TH BIRTHDAY 
Chair:  Gary Van Berkel 
MOE am 09:15 An Old Dog with a New Trick; John B. Fenn; Steve 
Nguyen; Virginia Commonwealth University, 
Richmond, VA 
MOE am 09:35 Conformational and Non-Covalent Complexation 
Changes of Electrosprayed Proteins Induced by 
Transitions between Spraying Modes; Peter Nemes; 
Samita  Goyal; Akos Vertes; George Washington 
University, Washington, DC 
MOE am 09:55 Toward a Stable Electrospray; Ioan Marginean; 
Ryan T. Kelly; Jason S. Page; Keqi Tang; Richard D. 
Smith; Pacific NorthWest National Laboratory, 
Richland, WA 
MOE am 10:15 The Role of Mass Spectrometry in Ultrafast X-ray 
Laser Diffractive Imaging of Electrosprayed 
Biomolecules, Nanoparticles and Cells; Mike 
Bogan; Lawrence Livermore National Laboratory, 
Livermore, CA 
MOE am 10:35 Eliminating Ion Losses at Atmospheric Pressure; 
Ross C. Willoughby; Edward W. Sheehan; Chem-
Space Associates, Pittsburgh, PA 
MOE am 10:55 Characterization of Ion Generation by a Venturi-
assisted Array of Micromachined Ultrasonic 
Electrosprays; Facundo Fernandez1; Christina Y. 
Hampton1; Thomas P. Forbes1; J. Mark Meacham2; 
Robert B. Dixon3; Catherine J. Silvestri1; David C. 
Muddiman3; F. Levent Degertekin1; Andrei G. 
Fedorov1; 1Georgia Institute of Technology, Atlanta, 
GA; 2National Institute of Standards and Technology, 
Gaithersburg, MD; 3North Carolina State University, 
Raleigh, NC 
 
9:15 - 11:15 am 
DEVELOPMENT IN IMAGING MS 
Chair:  Amina S. Woods 
MOF am 09:15 Imaging Mass Spectrometry:  Ventures in Space 
and Time; Richard M. Caprioli; Vanderbilt Univ Sch 
of Med, Nashville, TN 
MOF am 09:55 MALDI-Ion Mobility-oTOFMS Imaging and 
Profiling of Lipids and Neuropeptides in Rat Brain 
Tissue; J. Albert Schultz1; Michael V Ugarov1; 
Thomas  Egan1; Denis Langlais1; Shelley N. Jackson2; 
Jeremy Post2; Hay-Yan J. Wang2; Amina S. Woods2; 
1Ionwerks Inc., Houston, TX; 2NIDA IRP, NIH, 
Baltimore , MD 
MOF am 10:15 Comparison of MALDI-MS Imaging with Laser 
Capture Microdissected Tissue Confirms the 
Expression of Specific Proteins in Prostate Cancer 
Cells; Lisa H. Cazares; Nicholas P. Schaub; Mary 
Ann Clements; Savvas  E. Mendrinos; Raymond S. 
Lance; Richard R. Drake; O. John Semmes; Eastern 
Virgina Medical School, Norfolk, VA 
MOF am 10:35 MALDI Direct Analysis and Imaging of Frozen 
Versus Ffpe Tissues: What Strategy for Which 
Sample? Isabelle Fournier; Rémi Lemaire; Maxence 
Wisztorski; Jonathan Stauber; Olivia Jardin-Mathé; 
Michel Salzet; FRE-CNRS 2933, University of Lille I, 
Villeneuve d'Ascq, France 
MOF am 10:55 Atmospheric Pressure Infrared MALDI Mass 
Spectrometry: Imaging and in vivo Studies of 
Metabolites in Plants; Yue Li; Bindesh Shrestha; 
Akos Vertes; George Washington University, 
Washington, DC 
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9:15 - 11:15 am 
USING MS TO STUDY THE ROLE OF  
METAL IONS IN BIOLOGY 
Chair:  Perdita Barran 
MOG am 09:15 Electrospray Ionization Mass Spectrometry of the 
Interaction of Oligonucleotides with Metals, Small 
Molecules and Drugs; Janna Anichina; Diethard K. 
Bohme; York University, Department of Chemistry, 
Toronto, Canada 
MOG am 09:35 Top-down Mass Spectrometry of Noncovalent 
Protein Complexes for Determining Ligand 
Binding Sites; Sheng Yin1; Vlad Zabrouskov2; Joseph 
A. Loo1; 1UCLA, Los Angeles, CA; 2Thermo 
Scientific, San Jose, CA 
MOG am 09:55 Zinc Uptake and Release by Metallothioneins and 
their Regulators from Bacteria and Plants; Claudia 
A Blindauer; Oksana Leszczyszyn; Joanne Palmer; 
Kowald Gregory; University of Warwick, Coventry, 
United Kingdom 
MOG am 10:15 The Role of Alkali Metals in Helix Stabilization; 
Janel R Mclean; John A. McLean; David H. Russell; 
Texas A & M University, College Station, TX 
MOG am 10:35 A Molecular Basis for Enhancing 
Phytoremediating Plants through Genetic 
Modification: An Atomic and Molecular MS 
Study; Joseph A. Caruso1; Kevin Kubachka1; Juris 
Meija1; Danika LeDuc2; 1University of Cincinnati, 
Cincinnati, OH; 2California State Univ. East Bay, 
Hayward, CA 
MOG am 10:55 Proteomic Characterization of Spinal Cord Lipid 
Raft Proteins in ALS; Jianjun Zhai; Anna-Lena 
Strom; Zhenyu Huang; Renee  Kilty; Priya 
Venkatakrishnan; Eric Smart; Haining Zhu; 
University of Kentucky, Lexington, KY 
 
11:15 am – 3:30 pm 




3:30 – 5:30 pm 
PROTEINS:  MS BASED QUANTITATION 
Chair:  Victor Ryzhov 
MOA pm 03:30 Integration of Asp-specific Acid Cleavage into 
Quantitative Proteomics; Catherine Fenselau; 
Steven  Swatkoski; Olli  Laine; Alexey Petrov; 
Jonathan Dinman; Nathan Edwards; University of 
Maryland, College Park, MD 
MOA pm 03:50 18O Labeling as a Tool to Differentiate between 
Real Interactors and Non-Specifically Binding 
Proteins in Defining Protein Complexes; Jeroen A. 
A.  Demmers; Karel Bezstarosti; Erasmus University 
Medical Center, Rotterdam, Netherlands 
MOA pm 04:10 Quantitative Mass Spectrometry Identifies New 
Insulin/IGF-1 Signaling Targets that Influence 
Aging; Meng-Qiu Dong1; John D Venable1; Nora  
Au2; Tao  Xu1; Sung Kyu  Park1; Daniel Cociorva1; 
Jeffrey Johnson1; Andrew Dillin3; John R  Yates, III1; 
1The Scripps Research Institute, La Jolla, CA; 
2University of California, San Diego, La Jolla, CA; 
3The Salk Institute for Biological Studies, La Jolla, 
CA 
MOA pm 04:30 Use of Quantitative and Semi-Quantitative Mass 
Spectrometric Approaches to Investigate 
Physiological Roles of the Two Mammalian 
Mannose 6-phosphate Receptors; Meiqian Qian; 
David E.  Sleat; Haiyan Zheng; Peter Lobel; CABM, 
Dept. of Pharmacology, UMDNJ, Piscataway, NJ 
MOA pm 04:50 Protein Changes due to Stroke Tolerance in Mouse 
Brains; Martha D. Stapels1; Martin Gilar1; John C. 
Gebler1; Aaron White2; Tao Yang2; Roger P. Simon2; 
An Zhou2; 1Waters Corporation, Milford, MA; 
2Legacy Research, Portland, OR 
MOA pm 05:10 Expanding the Capabilities of Peptide MRM-based 
Assays in Plasma using a Hybrid Triple 
Quadrupole Linear Ion Trap Mass Spectrometer; 
Christie Hunter1; Leigh  Anderson2; 1Applied 
Biosystems, Foster City, CA; 2the Plasma Proteome 
Institute, Washington, DC 
 
3:30 – 5:30 pm 
CHARACTERIZING CROSS-LINKED PROTEINS WITH MS 
Chair:  Christoph Borchers 
MOB pm 03:30 Mass Spectrometric Determination of Factors 
Governing the Formaldehyde Cross-Linking 
Reaction and their Relevance for Protein 
Interaction Studies in Live Cells; Judy Toews; Peter 
Schubert; Brent Sutherland; Juergen Kast; University 
of British Columbia, Vancouver, Canada 
MOB pm 03:50 Novel Isotopically-Coded Crosslinkers for 
Structural Proteomics; Evgeniy Petrotchenko; 
Christoph Borchers; University of Victoria Genome 
BC Proteomics Centre, Victoria, Canada 
MOB pm 04:10 Crosslinked Peptide Data Obtained by Ion 
Mobility used to Sort Correct/Incorrect in Silico 
Protein Conformation Predictions; David R. 
Goodlett1; Lars Malmstroem1; Chris Hughes2; Pragya 
Singh1; Chunsheng Zhao1; Alex Scherl1; Jie Liu3; 
Scott Shaffer1; James Langridge2; 1University of 
Washington, Seattle, WA; 2Waters Corporation, 
Manchester, UK; 3Shenzhen Nanshan Center, 
Shenshen, China 
MOB pm 04:30 Combined LC-ESI-MS/MS and LC-MALDI-
MS/MS Analysis Reveals an Unusual Protein-RNA 
Contact in Human [U1snRNP-snurportin1] 
Particles; Eva Kühn-Hölsken1; Christof Lenz2; 
Florian Richter1; Monika Raabe1; Uwe Pleßmann1; 
Henning Urlaub1; 1Max-Planck-Institute for 
Biophysical Chemistry, Göttingen, Germany; 2Applied 
Biosystems Europe, Darmstadt, Germany 
MOB pm 04:50 Identification of Cross-linked Peptides from 
Complex Samples with Full Proteome Protein 
Databases; Oliver Rinner1; Jan Seebacher2; Martin 
Beck1; Alexander  Schmidt1; Thomas Walzthoeni1; 
Lukas Mueller1; Markus Mueller1; Ruedi Aebersold1; 
1Swiss Federal Institute of Technology, Zurich, 
Switzerland; 2Harvard Medical School, Boston, MA 
MOB pm 05:10 Identification of Outer Membrane Protein OmcA-
MtrC Interactions in Shewanella Oneidensis MR-1 
Cell in vivo using Novel Cross-Linker and Mass 
Spectrometry; Haizhen Zhang1; Xiaoting Tang1; 
Natalia Zakharova1; Gerhard R. Munske1; Megan A.  
Wolff1; Liang Shi2; James K.  Fredrickson2; Nikola 
Tolic2; Gordon A. Anderson2; James E. Bruce1; 
1Washington State University, Pullman, WA; 2Pacific 
Northwest National Laboratory, Richland, WA 
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3:30 – 5:30 pm 
THE GOLDEN ERA OF ENVIRONMENTAL MS:  
HONORING RON HITES AND BILL BUDDE 
Chair:  Susan Richardson 
MOC pm 03:30 I’m Just a Simple Chemist: The Environmental 
Mass Spectrometry Contributions of Professor 
Ronald Atlee Hites; Edward T. Furlong; National 
Water Quality Laboratory, U.S.G.S., Denver, CO 
MOC pm 03:50 Mass Spectrometry Memories: Personal Reflection 
on the Transformation of Environmental Mass 
Spectrometry; Deborah L. Swackhamer; University 
of Minnesota, Minneapolis, MN 
MOC pm 04:10 The Golden Era of Environmental Mass 
Spectrometry is Now; Ronald A. Hites; Indiana 
University, Bloomington, IN 
MOC pm 04:30 “Toxic Clouds”:  Chapter 1 in the Story of 
Tetrachlorodibenzodioxin, Its Analysis and Its 
Accumulation in the Environment and in Humans; 
Michael L. Gross; Washington University, St Louis, 
MO 
MOC pm 04:50 William L. Budde: A Retrospective; O. David 
Sparkman; University of the Pacific, Antioch, CA 
MOC pm 05:10 A Top Seven List for the Golden Era of 
Environmental Mass Spectrometry; William L. 
Budde; USEPA (Retired), Cincinnati, OH 
 
3:30 – 5:30 pm 
ENDOGENOUS METABOLITE PROFILING 
Chair:  Bethanne Warrack 
MOD pm 03:30 Update and Overview of Metabonomics; Michael 
Reily; Pfizer, Inc., Ann Arbor, MI 
MOD pm 04:10 Sample Preparation Approaches and Data 
Analysis for Metabonomic Profiling of Plasma 
Samples; Petia Shipkova; Emily Luk; Serhiy 
Hnatyshyn; Mark Sanders; Bristol Myers Squibb PRI, 
Princeton, NJ 
MOD pm 04:30 Recent Advances in Expanding the MS/MS 
Spectral Database of Endogenous Human 
Metabolites; Melisa Clements; Liang Li; University 
of Alberta, Edmonton, Canada 
MOD pm 04:50 Using Isotopic Variants of Cholamine for Relative 
Quantification of Carboxylic Acid Metabolites by 
LC-MS; Michael R. Shortreed; Brian L. Frey; Shane 
M. Lamos; Peter J. Belshaw; Lloyd M. Smith; 
University of Wisconsin, Madison, WI 
MOD pm 05:10 From cells to Humans: Mass Based Metabolomics 
Applied to Clinical and Fundamental 
Biochemistry; William Wikoff1; Jon Gangoiti2; Bruce 
Barshop2; Gary Siuzdak1; 1The Scripps Research 
Intitute, San Diego, CA; 2UCSD School of Medicine, 
La Jolla, CA 
 
3:30 – 5:30 pm 
MOLECULAR RECOGNITION AND SUPRAMOLECULAR 
GAS-PHASE ION CHEMISTRY 
Chair:  Ryan R. Julian 
MOE pm 03:30 Molecular Strings and Springs: α,ϊ;-
Alkyldiammonium Complexes of Cucurbit[6]uril 
in the Gas Phase; David V. Dearden1; Haizhen 
Zhang2; Tyler A. Ferrell1; Matthew C. Asplund1; 
1Brigham Young University, Provo, UT; 2Washington 
State University, Pullman, WA 
MOE pm 03:50 The Role of Phosphorylated Residues in Peptide-
Peptide Noncovalent Complexes; Shelley N 
Jackson; Amina S Woods; NIDA-IRP, NIH, 
Baltimore, MD 
MOE pm 04:10 Stereoselective Ligand Binding to 
Manganese/Salen Catalysts: a Gas-Phase 
Equilibrium Study; Scott Gronert1; Adelaide Fagin2; 
Michel Lau2; Guoping  Wang1; 1Virginia 
Commonwealth University, Richmond, VA; 2San 
Francisco State University, San Francisco, CA 
MOE pm 04:30 Characterisation of Noncovalently Bound Protein-
RNA Complexes and their Role in Virus Capsid 
Assembly Mechanisms using ESI-MS; Alison E. 
Ashcroft; Gabriela Basnak; Ottar Rolfsson; Simona  
Francese; Gary S. Thompson; Nicola J. Stonehouse; 
Peter G. Stockley; University Of Leeds, Leeds, , 
United Kingdom 
MOE pm 04:50 Insights into the Folding and Subunit Interactions 
of Hemoglobin by ESI-MS; Brian L. Boys; Lars 
Konermann; University of Western Ontario, Ontario, 
Canada 
MOE pm 05:10 Mass Spectrometry Detection of Metal-Binding 
Protein Structure Modulation Caused by Ligand 
Interactions; Elena Igwe; Graham Jansz; Graham A. 
McGibbon; McMaster University, Hamilton, Canada 
 
3:30 – 5:30 pm 
DEVELOPMENTS IN ION TRAP MS 
Chair:  Glen Jackson 
MOF pm 03:30 Doing the Ion-Trap Hokey-Pokey: ‘Put Your Ions 
In, Get Your Ions Out, Put Your Ions in and 
Shake-‘Em All About’; Gavin E. Reid; Michigan 
State University, East Lansing, MI 
MOF pm 03:50 The Right Place and the Right Time: Increasing 
the Capacity in Modern 3-D Ion Traps; Andreas 
Brekenfeld1; Desmond A. Kaplan2; Ralf Hartmer1; 
Jonathan Wilson2; Christoph Gebhardt1; Michael 
Schubert2; 1Bruker Daltonik GmbH, Bremen, 
Germany; 2Bruker Daltonics, Inc., Billerica, MA 
MOF pm 04:10 Dynamic CID – A Novel Method to Achieve Fast 
Fragmentation of Biomolecules in a QIT; Ünige A. 
Laskay; Olivier L. Collin; Glen P. Jackson; Ohio 
University, Athens, OH 
MOF pm 04:30 Transmission Mode Ion/Ion Reactions in a Linear 
Ion Trap; Xiaorong Liang1; Yu Xia1; James W. 
Hager2; Jian Liu1; Hongling Han1; Joshua F. Emory1; 
Brittany D.M. Hodges1; Scott A. McLuckey1; 1Purdue 
University, West Lafayette, IN; 2MDS Sciex, Concord, 
ON,Canada 
MOF pm 04:50 Implementation of Electron Transfer Dissociation 
on a Hybrid Linear Ion Trap-Orbitrap Mass 
Spectrometer; Graeme Mcalister1; Alexander  
Makarov23; Stevan Horning23; Jae C. Schwartz23; 
Doug Phanstiel1; David M. Good1; W. Travis 
Berggren1; Joshua J. Coon1; 1The University of 
Wisconsin at Madison, Madison, WI; 2Thermo 
Fischer Scientific, Bremen, Germany; 3Thermo 
Fischer Scientific, San Jose, CA 
MOF pm 05:10 Diagonal Dipolar Excitation Linear Ion Trap; 
Houle Wang1; David S. Kennedy1; Kerry D. Nugent1; 
Gregory K. Taylor2; David R. Goodlett2; 1Michrom 
BioResources, Inc., Auburn, CA; 2University of 
Washington, Seattle, WA 
 
